Supplemental Figure 2.
Principal Component Analysis (PCA) from patient cohort 2 (PC2) supports the PCA result from patient cohort 1. In PC2 (GI=3, CeD=4, Strep=3), for technical reasons blood was stained with panels containing only (A) CCR9 or (B) CCR10, not both.
Supplemental Figure 3 . 2x2 flow cytometry plots of plasmablasts (PB) from statistically enriched clusters in samples from patient cohort 2 with celiac disease (CeD) (A) or strep throat (B). As in Figure 4 , 1,000 IgA + and 1,000 IgA -cells from each patient were combined and t-SNE was used to define clusters. In addition to the patients included in the analysis in Figure 4 , clustering included PB from 3 additional strep throat patients and 4 additional CeD patients whose staining panel lacked either CCR9 or CCR10 (thus either CCR9 or CCR10 was not used for clustering). Enrichment analysis (ANOVA on correspondence tables of PB frequency in clusters for CeD vs. all other samples combined) for (A) included only the CeD patients not included in enrichment analysis for Culture proven streptococcus infection.
Supplemental Table 1 . Disease and symptoms defining patient classes. These features were included in the questionnaire provided to the patients.
